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Sporadic Hemiplegic Migraine Presenting ATPIA2 Mutation in Korea

Joonho Kim, MD, Jungyon Yum, MD, Namsoo Kim, MD? Saeam Shin, MD?, Min Kyung Chu, MD

Department of Neurology and Laboratory Medicine®, Severance Hospital, Yonsei University College of Medicine, Seoul,
Korea

Hemiplegic migraine (HM) is a rare form of migraine, characterized by migraine with reversible motor weakness. HM can
be divided into sporadic and familiar HM based on familiarity. Mutations in CACNAIA, ATPIA2 and SCNIA were
identified in familiar HM. We present a patient with sporadic HM exhibiting recurrent hemiplegia, mental change and fever
along with headache attacks. During the hemiplegia, he showed perfusion delay in left middle cerebral artery territory.
Genetic panel test revealed a likely pathogenic varia nt in ATPI1A2.
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Figure 1. Magnetic resonance angiogram and computed tomography angiogram of patient showing the recovery of perfusion delay in left middle
cerebral artery territory at the age of 48. (A) Computed tomography angiography of time to peak image during migraine attack shows perfusion
delay in left middle cerebral artery territory (white arrow). (B) Magnetic resonance angiography of time to peak image after resolution of migraine
attack shows the recovery of perfusion delay in left middle cerebral artery territory (white arrow).
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Figure 2. Next-generation sequencing identified a likely pathogenic variant in the patient. ATP1A2 p.Arg1002GIln (NM_00702.3:¢.3005G>A)
(black arrow) variant is visualized by the Integrative Genomics Viewer (Broad Institute, Cambridge, MA, USA).
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